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4 <110> APPLICANT: Georgopoulos , Katia 

5 Morgan, Bruce A. ■ 
7 <120> TITLE OF INVENTION: AIOLOS GENE 

10 <130> FILE REFERENCE: 10287-031001 

12 <140> CURRENT APPLICATION NUMBER: US 09/019, 348A 

13 <141> CURRENT FILING DATE: 1998-02-05 

15 <150> PRIOR APPLICATION NUMBER: US 08/733,622 

16 <151> PRIOR FILING DATE: 1996-10-17 

18 <150> PRIOR APPLICATION NUMBER: US 60/017,646 

19 <151> PRIOR FILING DATE: 1996-05-14 

21 <150> PRIOR APPLICATION NUMBER: US 60/005,529 

22 <151> PRIOR FILING DATE: 1995-10-18 
24 <160> NUMBER OF SEQ ID NOS : 38 

2 6 <17 0> SOFTWARE: Fast SEQ for Windows Version 4.0 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 1984 

30 <212> TYPE: DNA 

31 <213> ORGANISM: Mus musculus 

33 <220> FEATURE: 

34 <221> NAME/KEY: CDS 

35 <222> LOCATION: ( 374 )...{ 1894 ) 

37 <400> SEQUENCE: 1 

38 cacgagcgca caccgctcgg ctctccttgc gacacgccct catccccggt gtttctcaag 60 

39 tagacgtccc gagacggtcg ctgaggcact cjtttccacgc gatcagggtt cctcaggctt 120 

40 gacattcaaa agtgggtgcg gaacccgcgg cactcggagc gtgctttaaa gcggccgcca 180 

41 gccagcgccg ctctaacctc gcgccccggc tgccggcggc tcccgccctg catctgcgcc 240 

42 gacgcgaccg agcgatcccg gggcctccct gcgcccggaa tctcccgcca gccgcgcggg 300 
4 3 tccccacggc agcagcacgt ggagcggccg cggagcctga gcgacagctg cagcccgcgc 360 
44 ggcccgcggc gac atg gaa gat ata caa ccg act gtg gag ctg aaa age 409 
4 5 Met Glu Asp lie Gin Pro Thr Val Glu Leu Lys Ser 

46 1 5 10 

48 acg gag gag cag cct ctg ccc aca gag age cca gac get ctg aat gac 457 
4 9 Thr Glu Glu Gin Pro Leu Pro Thr Glu Ser Pro Asp Ala Leu Asn Asp 
50 15 20 25 

52 tac age ttg ccc aaa cct cat gag ata gaa aac gtg gac agt aga gaa 505 

53 Tyr Ser Leu Pro Lys Pro His Glu lie Glu Asn Val Asp Ser Arg Glu 

54 30 35 40 

56 gec cca gec aat gaa gac gaa gat gca gga gaa gat teg atg aaa gtg 553 

57 Ala Pro Ala Asn Glu Asp Glu Asp Ala Gly Glu Asp Ser Met Lys Val 

58 45 50 55 60 

60 aaa gat gaa tac age gac aga gat gag aac att atg aag ccg gag ccc 601 

61 Lys Asp Glu Tyr Ser Asp Arg Asp Glu Asn lie Met Lys Pro Glu Pro 

62 65 70 75 

64 atg gga gat gca gaa gag agt gaa atg cct tac age tat gca aga gaa 64 9 

65 Met Gly Asp Ala Glu Glu Ser Glu Met Pro Tyr Ser Tyr Ala Arg Glu 

66 80 85 90 

68 tac age gac tat gaa age att aag ctg gag aga cac gtg ccc tat gac 697 
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att 
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cag 


841 


81 Gly Glu Arg 


Pro 


Phe 


Gin 


Cys 


Asn 


Gin 


Cys 


Gly 


Ala 


Ser 


Phe 


Thr 


Gin 




82 * 








145 










150 










155 






84 aaa 


ggt 


aac 


etc 


etc 


cgt 


cat 


att 


aaa 


ctg 


cac 


acg 


ggg 


gaa 


aaa 


cct 


889 
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His 


He 
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Pro 
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etc 
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937 


89 Phe 
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His 
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Ala 
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Ala 
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90 




175 
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185 










92 acg 


gga 


cac 


ctt 


agg 


aca 


cat 


tct 


gtg 


gag 


aag 


ccg 


tac 


aag 


tgt 


gag 


985 


93 Thr 


Gly 


His 


Leu , 


Arg 


Thr 


His 
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Val 
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Pro 
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Glu 




94 


190 










195 










200 












96 ttc 
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gga 


aga 


age 
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cag 
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age 


tec 


ctg 
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cac 
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1033 


97 Phe 
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His 
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98 205 
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230 










235 






104 agt 


gtg 


gag 


gca 


aga 


cac 


ate 


aaa 


gee 


gag 


atg 


gga 


agt 


gag 


aga 


get 


1129 


105 Ser 


Val 


Glu 


Ala 


Arg 


His 


He 
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225 
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Glu 
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Glu 
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Val 


Leu 
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Val 
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Pro 


Ala 


Pro 


Thr 


Ser 


Glu 


Met 


Val 
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Val 
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325 










330 
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Ser 


Val 
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He 
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Thr 


Arg 
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Met 
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Met 


224 
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350 
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He 
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Glu 
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Arg 


Gin 


His 


Leu 


Tyr 


Gin 


230 


385 










390 










395 
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Val 
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Pro 
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232 










405 










410 










415 
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Val 


Pro 


Arg 
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Pro 


Pro 


Pro 


He 


Cys 
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He 
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Val 


He 
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Val 
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435 










440 










445 








237 


Val 


Phe 


Arg 
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244 500 505 

246 <210> SEQ ID NO: 3 

247 <211> LENGTH: 23 

248 <212> TYPE: DNA 

249 <213> ORGANISM: Artificial Sequence 

251 <220> FEATURE: 

252 <223> OTHER INFORMATION: primer for PCR 

254 <400> SEQUENCE: 3 

255 tayaccatyc acatgggctr cca 23 

257 <210> SEQ ID NO: 4 

258 <211> LENGTH: 21 

259 <212> TYPE: DNA 

260 <213> ORGANISM: Artificial Sequence 

262 <220> FEATURE: 

263 <223> OTHER INFORMATION: primer for PCR 

265 <400> SEQUENCE: 4 

266 rccrcacatg ttrcactyra a 21 

268 <210> SEQ ID NO: 5 

269 <211> LENGTH: 24 

270 <212> TYPE: DNA 

271 <213> ORGANISM: Artificial Sequence 

273 <220> FEATURE: 

274 <223> OTHER INFORMATION: primer for PCR 

276 <400> SEQUENCE: 5 

277 gtgtgcgggt tatcctgcat tagc 24 

279 <210> SEQ ID NO: 6 

280 <211> LENGTH: 24 

281 <212> TYPE: DNA 

282 <213> ORGANISM: Artificial Sequence 

284 <220> FEATURE: 

285 <223> OTHER INFORMATION: primer for PCR 

287 <400> SEQUENCE: 6 

288 atcgaagcag tgccgcttct cacc 24 

290 <210> SEQ ID NO: 7 

291 <211> LENGTH: 628 

292 <212> TYPE: DNA 

293 <213> ORGANISM: Homo sapiens 

295 <220> FEATURE: 

296 <221> NAME /KEY : CDS 

297 <222> LOCATION: (1)...(627) 

299 <400> SEQUENCE: 7 

300 gaa aga gat gag aat gtt tta aag tea gaa ccc atg gga aat gca gaa 48 

301 Glu Arg Asp Glu Asn Val Leu Lys Ser Glu Pro Met Gly Asn Ala Glu 

302 15 10 15 

304 gag cct gaa ate cct tac age tat tea aga gaa tat aat gaa tat gaa 96 

305 Glu Pro Glu lie Pro Tyr Ser Tyr Ser Arg Glu Tyr Asn Glu Tyr Glu 

306 20 25 30 

308 aac att aag ttg gag aga cat gtt gtc tea ttc gat agt age agg cca 144 

309 Asn lie Lys Leu Glu Arg His Val Val Ser Phe Asp Ser Ser Arg Pro 



P/ease Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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